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high transmission risk may contribute disproportionately to DENV
spread.
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ing: Risk factors and predominant genotypes associated with
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. Whitaker
Florida Hospital, Oldsmar, FL, USA
Background:Multi-drug resistant (MDR)Acinetobacter is a seri-
us health care problem in acute care hospitals and long-term care
acilities. The healthcare associated pathogen can live for months
n both a wet and dry environment. The high prevalence of this
rganism in the hospital environment results in colonization of
he skin and respiratory tract. Mortality due to MDR Acinetobacter
aumannii can run as high as 80%.
Methods: A descriptive study was conducted over a 24-month
eriod. An active surveillance system to identify patientswithMDR
cinetobacter baumannii on admission to the health care facility
as instituted. Respiratory specimens collected on admissionwere
ested on MacConkey plates and incubated at 35 degress Celsius.
ulse-ﬁeld gel electrophoresis (PFGE)wasperformedonall positive
DR Acinetobacter isolates. Information abstracted from the medi-
al record included: transferring facility, demographic information,
se of antibiotics, length of stay, surgical procedure, invasive device
e.g. central ine, ventilator, etc.), immunosuppression and organ
ailure. Statistical analysis was performed utilizing Z-tests and chi-
quare tests with resultant p-values.
Results: There were a total of sixty-nine isolates collected dur-
ng the24monthperiod. Threeprevalent genotypeswere identiﬁed
mong the isolates. Type O was identiﬁed in 31%, Type J in 23% and
ype A in 15% of the cases. Thirty-eight percent of the patients with
nfection were in the 60-74 year old age group and 29% were in the
75 year old group. 58% of the infected patients were female and
2% were male patients. 58% of the infected patients were trans-
erred from other facilities. The average length of stay for patients
ith infection was increased by 33% in the long term care facility
atients and 78% for the acute care patients.
Conclusion: There were three predominant strains of MDR
cinetobacter baumannii out of a total of 18 different types iden-
iﬁed in this study. The analysis demonstrated that age and gender
as a risk factor and length of stay was impacted by development
f infection. Inpatients with MDR Acinetobacter baumannii posi-
ive culture were older and had a longer length of stay than those
n the general population at both the acute care and long term care
ospitals (p =0.05).
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Fine scale spatiotemporal clustering of dengue virus transmis-
sion in children and Aedes aegypti in rural Thai villages
I. Yoon
AFRIMS, Bangkok, Thailand
Background: Dengue virus (DENV) infection occurs focally
in space and time with virus transmitted horizontally between
humans and Ae. aegypti. However, interactions between humans
andmosquitoes leading toDENV transmission in thenatural setting
have not been well documented.
Methods: Geographic cluster investigations were triggered by
DENV-positive (positive clusters) and DENV-negative (negative
clusters) febrile illnesses from a concurrent longitudinal cohort
study in rural Thailand. Child contacts and Ae. aegypti (head and
thorax) from cluster houses were assessed for DENV infection.
Spatiotemporal, demographic, entomological, and environmental
parameters were evaluated.
Results: Within positive clusters, 33.3% of child contacts had
DENV infection in index case houses, 29.9% in houses within
20 meters, and 5.7% in houses 80-100 meters away (p<0.001).
Twenty-three (1.3%) of 1755 Ae. aegypti collected in positive clus-
ters were DENV-infectious; 1 (0.1%) of 1548 in negative clusters
(p <0.001). Within positive clusters, 8.9% of mosquitoes were
DENV-infectious in index case houses, 5.4% in non-index case
houses with DENV-infected children, and 0.4% in houses without
infected children (p<0.001). Forty-nine percent of child contacts
were DENV-infected in houses with infectious mosquitoes, 19% in
other houses in the same cluster, and 12% in other positive clus-
ter houses. Houses with infected children were 22.85 meters closer
to houses with infectious mosquitoes than those without in each
respective cluster (p =0.028).
Conclusion:DENV transmission occurs at a very ﬁne spatiotem-
poral scalewith thegreatest riskwithin40meters. A strongpositive
association exists between human and mosquito infection at the
level of the house and surrounding area. Focal areas of extremely
